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%) IN-DEPTH DISEASE PROFILING WHAT DOES THE PIXELGEN PROXIOME KIT OFFER?

The Pixelgen Proxiome Kit, Immuno 155, enables nanoscale (~50 nm) single-cell protein interactomics. It supports processing of suspended
cells from various source e.g. PBMCs, bone marrow, cell lines, organoids, or frozen tissue. The method is built on a simple NGS prep protocol
and recuires no specialized instrumentation. Data is processed using open-source analysis pipelines and the output includes protein
clustering, colocalization, and abundance for each single cell. One kit supports 8 reactions, generating data for 1,000 cells per reaction.
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RESOLVING THE RAJI CELL SURFACE INTERACTOME
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Despite being downmodulated in SLE patients, the BCR-regulating protein CD21 displayed a higher Proximity Score as measured by 2
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enabeling single-cell protein interactomics.

e It uncovers biomarkers, enables patient stratification, and sheds light on disease

Localization of CD3e and CD40 on a single mechanisms and drug-mode-of-actions.

T cell - tumor cell conjugate CAR cells, especially CD25+ PD-1+ cells,
displayed large degrees of trogocytosis » Designed for ease of use, it requires no specialized instrumentation, offering a
(T ceﬁBSSCafic) (B ceﬁgggcific) following 24h of coculture. A large streamlined kit-and-software workflow for accessible, high-resolution analysis.
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